9:00 10:00 Generative Design of Ribozymes Philippe Nghe
10:00 10:20 Coffee Break
10:20 11:20 Using Al Chemistry tools to accelerate design, parallel synthesis and direct-to-profiling experimentation Mikhail Kabeshov
11:20 12:20 Topics in federated machine learning: from distribution shift to data leakage Adam Arany
12:20 14:00 Lunch
14:00 15:00 Accelerating optimization in synthetic chemistry through ML approaches Laurence Grimaud
15:00 16:00 HTE as an accessible and empowering technology in chemistry Eugenie Romero
16:00 17:30 Visit to Visualisation Wall (Marc Baaden) - two groups, 45 mins each
18:00 20:00 Welcome Reception (TBC)

9:00 10:00 VTX: from high performance interactive molecular visualization towards integrative modeling of complex molecular systems Mathieu Montes
10:00 11:00 Integrative Structural Biology in the era of Al Max Bonomi
11:00 11:20 Coffee Break
11:20 12:20 IPPI-DB Olivier Sperandio
12:20 14:00 Lunch
14:00 15:00 Decoding functional signals in proteins with Al: a new era for understanding interactions Alessandra Carbone
15:00 16:00 DC presentations DCs 1-4
16:00 16:20 Coffee Break
16:20 17:10 DC presentations DCs 5-7

Exhibition at Musée des Arts et des Métiers 2pm - 4:30pm (guided tour, up to 15 persons per guide)

9:00 10:00 Applications of Al in Toxicology and Democratization of Computational tools Kamel Mansouri
10:00 11:00 Chemical language modelling for molecule discovery Francesca Grisoni
11:00 11:20 Coffee Break
11:20 12:20 Hybrid computational chemistry - ML workflows for reaction screening and discovery Thijs Stuyver
12:20 14:00 Lunch
14:00 15:00 From Signals to Signatures to Decisions: Al on Transcriptomics for Safety, Diagnostics, and Precision Medicine Salvo Camiolo, BioClavis
15:00 15:30 Coffee Break
15:30 17:00 DC presentations DCs 8-10, 11, 12

9:00 10:45 Tour of Sanofi Facilities
10:45 11:45 High throughput biology: From High Throughput Screening to Hit Identification Christelle Perrault
11:45 12:15 What is in a datapoint? Curation of a dose-response dataset from Tox21 Marc Bianciotto
12:15 13:45 Lunch
13:45 14:45 Techniques for Assessing & Validating Biophysical Techniques to Navigate the Confidence Dissention Alexey Rak
14:45 15:45 Computational Hit Finding: An Industry Perspective Evi Gkeka
15:45 16:10 Coffee Break
16:10 17:10 A Mathematical Analysis of Autoencoders in the Context of Importance Sampling Gabriel Stoltz
17:10 18:10 International Computational Collaborations for Predictive Toxicology Kamel Mansouri

9:00 10:00 Dissemination/Communication/Exploitation workshop Chelonia, Markus Kaind|
10:00 11:00 Dissemination/Communication/Exploitation workshop continued Chelonia, Markus Kaindl
11:00 11:20 Coffee Break
11:20 12:20 Assessment of QSAR predictions for regulatory purposes with the QSAR Assessment Framework Salvador Moncho Escriva
12:20 14:00 Lunch
14:00 15:00 Chemogenomics Olivier Taboureau
15:00 16:00 MCTS for Chemistry and Biology Tristan Cazenave
16:00 16:20 Coffee Break
16:20 17:20 From in silico predictions to regulatory submissions Marco Evangelista
17:20 17:40 DC presentation Xuan Vu Nguyen (DC13)
19:00 21:30 Dinner, La Coupole, 02 Boulevard du Montparnasse, Paris, FR 75014

9:00 10:00 Intro to RNASeq Olivier Taboureau
10:00 11:00 Constrained RNA design: inverse folding and beyond Yann Ponty
11:00 11:20 Coffee Break
11:20 12:20 From crystal structure to properties: accelerating discovery of novel materials Frangois-Xavier Coudert
12:20 13:20 Generative Al for Toxicology Weida Tong
13:20 13:30 Final Word
13:30 Departure




